55 34 BEE 8 ¥O= K BE R ¥ ¥ OMR Vol. 34, No. 8
768 2012 4E4 A 30 H J Third Mil Med Univ Apr. 30 2012

A =
'Lb %‘ LRSS :1000-5404 (2012 )08-0768-04

BHEIM 3R & DNA 53 FiREM R B EEES T

woALE ORLE AR
FRE)

LEFS B B kR (400038 T K, 45 = FEBE K PU R B B - A B 1]

A

[(#WZE] Hmy NAPOGE & PCR BIARFFTERA I I S DNA 73 0k B R Be ) S8 B M B o0 T AW et . i
B PRIRARRY 2011 4E 8 F 42 [ 118 16 ~20 JEIE 1R 2o PR 40 5 AT 1S 0 A E S IR £ M ) I 3K 3 25 DNA, #EJE IR K lep-
tin FLPRRT SRY EEPA , 120 aE & PCR ARG 51X HOA ] i BOs AT RE R e 3 o leptin B[R B4 4G Jr B 8 oy 80,202 bp,
SRY &k 83,206 bp, W i Br s 48 I DNA & 28 4k, &5 IR URZL AN BB leptin LR 80 bp A B i< & 1Y
DNA ¥ BESF-349{E 5351 4 681 439 $5 D1/ml(P <0. 01) ;78 i BeA B Ry 202 bp B DNA ¥R B 35948 4350 2 157 .91 #5 D1/ ml,
SrECh 134 .85 $8 01 /ml, RWBA W12 R (P <0.01) . {EURA1G L SRY FE[K 83 bp 1206 bp ) DNA ¥ i F-31E Ky
94(38 ~369) 45 01 /ml 80(71 ~88) #% Nl /ml, 54T 4R leptin ZE[H LLAL, A7 WEFMEZER . 8 TIRLM MK DNA 5Fik
A G T AR UR IE Lot AR JLUF 5 DNA 4y Uk B

(X  BIL NDA; =ikl ; 2808 & PCR; K25 DNA Jy B o st ; AR e A v as iy

[HEZESES] R329.28;R446.11;R714.5 [ XEktRER] A

Level and different segments of free DNA molecules in maternal plasma
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[ Abstract | Objective To study the level and segments of free DNA molecules in maternal plasma by
fluorescence quantitative PCR. Methods Free DNA was isolated from plasma of 42 pregnant women with a
gestational period of 16 —20 weeks and 40 non-pregnant women undergoing physical examination in our depart-
ment in August 2011. Different segments of the target genes, leptin and SRY, were specifically amplified. The
length of amplified leptin gene segments was 80 bp and 202 bp respectively, while that of the SRY gene seg-
ments was 83 bp and 206 bp respectively. Their intact gene segments and DNA level were observed. Results
The average DNA level in 80 bp and 202 bp segments of leptin gene was significantly higher in maternal group
than control group (681 copies/ml vs 157 copies/ml, 439 copies/ml vs 91 copies/ml, P <0.01), while the
average DNA level in 83 bp and 206 bp segments of SRY gene was significantly lower than that in 80 bp and
202 bp segments of leptin gene in maternal group than in control group (94 copies/ml and 80 copies/ml vs 681
copies/ml and 439 copies/ml, P <0.01). Conclusion The free DNA level is significantly higher in pregnant
women than in non-pregnant women and fetus. The difference in free DNA molecules of maternal and fetal plas-
ma found in this study provides a novel idea for the enrichment of fetal DNA and the evidence for research on
fetal molecular makers and noninvasive prenatal diagnosis.
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tin FEPH 2 948 R Be i) DNA v B3 b 258 TR AR R
ZHIEH Lo MEAH L B DNA Y B2 H AR Uk 2H % 1 leptin J
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160 ~ 180 bp 2 [d], i JLiF#5 DNA 437 (SRY %4 ) K
J {3 F 130 ~ 150 bp Z [l %30 T i )L DNA %6
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